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Figure S1. (A) Cytokine array results of supernatants from TE-11 cells transfected with siNC
(upper panel) and silFI16 (lower panel). (B) Coordinates of the cytokine array.
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Figure S2. Expression levels of IL-1R1 in ESCC cells. (A, B) The expression of IL-1R1 was confirmed
by RT-PCR (A) and Western blotting (B). GAPDH and B-actin was used as internal control in RT-PCR
and Western blotting, respectively.
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Figure S3. Representative images (x200) of migration assays in Figures 2E, 3F, 4C, and 4G,
corresponding to Figures S3A-D, respectively. Scale bar: 50 um.
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Figure S4. Raw images of Western blotting from Figures 1B, 2B, 4D, and S2B, corresponding to Figures
S4A-D, respectively. The markers were not visualized in the raw membrane data because three colored
pre-stained markers without chemiluminescent substances were used.



